
Table S4. Details of the used 14 goat microsatellite (STR) markers. 

Name(s) Ch. no. Primer sequence 5’-3’ 
Allelic range 

(bp) 
Annealing T 

(oC) 
 

CSRD247 14 
F: GGACTTGCCAGAACTCTGCAAT 
R: CACTGTGGTTTGTATTAGTCAGG 220-247 58 

ILSTS008 14 
F: GAATCATGGATTTTCTGGGG 
R: TAGCAGTGAGTGAGGTTGGC 170-195 58 

ILSTS019 21 
F: AAGGGACCTCATGTAGAAGC 
R: ACTTTTGGACCCTGTAGTGC 141-160 60 

ILSTS087 6 
F: AGCAGACATGATGACTCAGC 
R: CTGCCTCTTTTCTTGAGAGC 130-160 58 

INRA005 3 
F: TTCAGGCATACCCTACACCACATG 
R: AAATATTAGCCAACTGAAAACTGGG 110-130 58 

INRA006 3 
F: AGGAATATCTGTATCAACCGCAGTC 
R: CTGAGCTGGGGTGGGAGCTATAAATA 95-140 58 

INRA023 3 
F: GAGTAGAGCTACAAGATAAACTTC 
R: TAACTACAGGGTGTTAGATGAACTC 195-220 58 

INRA063 18 
F: GACCACAAAGGGATTTGCACAAGC 
R: AAACCACAGAAATGCTTGGAAG 170-185 58 

MAF65 15 
F: AAAGGCCAGAGTATGCAATTAGGAG 
R: CCACTCCTCCTGAGAATATAACATG 116-150 58 

MCM527 5 F: GTCCATTGCCTCAAATCAATTC 
R: AAACCACTTGACTACTCCCCAA 90-115 58 

OARFCB20 2 F: GGAAAACCCCCATATATACCTATAC 
R: AAATGTGTTTAAGATTCCATACATGTG 189-265 58 

SRCRSP5 21 F: GGACTCTACCAACTGAGCTACAAG 
R: TGAAATGAAGCTAAAGCAATGC 160-190 55 

SRCRSP8 Unknown 
F: TGCGGTCTGGTTCTGATTTCAC 
R: 
GTTTCTTCCTGCATGAGAAAGTCGATGCTTAG 

215-255 55 

SRCRSP23 Unknown F: TGAACGGGTAAAGATGTG 
R: TGTTTTTAATGGCTGAGTAG 81-119 58 

 


